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>PlantCARE 29331

+ GGGTTGGGGT TTCTACAGGA CGTAAACTAG TCAGATCTAC CATGGTGGAC TCCTCTTAGA ATTCCCGGGG

— CCCAACCCCA AAGATGTCCT GCATTTGATC AGTCTAGATG GTACCACCTG AGGAGAATCT TAAGGGCCCC

+ ATCCGTCGAC GCATCCAGCC CCAAAACTGT CAGAAAAATA CGCATGGGTA AGTGTTGGCT ACGAGTTAGT
- TAGGCAGCTG CGTAGGTCGG GGTTTTGACA GTCTTTTTAT GCGTACCCAT TCACAACCGA TGCTCAATCA

+ TGATATTTTT GTAGATATGG AACGTACCTT CATTTTCGTT CTGACACACG ATACTAGAGG AGAAAGTGAC
— ACTATAAAAA CATCTATACC TTGCATGGAA GTAAAAGCAA GACTGTGTGC TATGATCTCC TCTTTCACTG

+ TTTTATAGAG AACCATGATT GCTTGAAAGC CCATGATATA GTAGTGAGTT AGTTCCTAAC AGTACCTAAA
- AAAATATCTC TTGGTACTAA CGAACTTTCG GGTACTATAT CATCACTCAA TCAAGGATTG TCATGGATTT

+ GACTTTTAGG TTGATGACAG TGGAGACCAA CACCAAGAAA GCTACAAAAT TTTGGTTGGC CGTTCTCTTT
- CTGAAAATCC AACTACTGTC ACCTCTGGTT GTGGTTCTTT CGATGTTTTA AAACCAACCG GCAAGAGAAA

+ CAAGATCACA TCAAGAACAA GTTGGAGGCC CCTTACAAAC ATGAGGCTAC TGTTGTGGTT ACATGACATG
- GTTCTAGTGT AGTTCTTGTT CAACCTCCGG GGAATGTTTG TACTCCGATG ACAACACCAA TGTACTGTAC

+ GAATTGGAGT AGCTATCCGT AATTACAATC ATCTATCATC TCAGGTATTA CAGTTTGATC TTGAATTGAG
— CTTAACCTCA TCGATAGGCA TTAATGTTAG TAGATAGTAG AGTCCATAAT GTCAAACTAG AACTTAACTC

+ TTTCTATATC ATAAAAAGTA GTGGATATTT TTGTGGCGTT CATGAGCCAT CGATATTATA TTAACGAGTC
- AAAGATATAG TATTTTTCAT CACCTATAAA AACACCGCAA GTACTCGGTA GCTATAATAT AATTGCTCAG

+ GTTTTGTTAA TAAAATATCC ATAATAGTGG ATGCAAAATG AATATTTCTA TTGCTTTGTG TTGTGTAGCC
- CAAAACAATT ATTTTATAGG TATTATCACC TACGTTTTAC TTATAAAGAT AACGAAACAC AACACATCGG

+ TCTTGATTTT TAGAAATTCT TTCCTGCTAG TTTTGATAAC ATAATCAAAC CATCTCATGT ACGCTTGAAG
- AGAACTAAAA ATCTTTAAGA AAGGACGATC AAAACTATTG TATTAGTTTG GTAGAGTACA TGCGAACTTC

+ GGAGTATGCA CTCTGTTTGT AATTTAGATA CATAGCGAAC GTGACTGGAT GGTACAAACT ATTAGTTATA
— CCTCATACGT GAGACAAACA TTAAATCTAT GTATCGCTTG CACTGACCTA CCATGTTTGA TAATCAATAT

+ GAATAACAGT AGACTTTGTT GTACACTGTG CTGCTTTCCA GAGTGATTTA TTTAGTTTTT ATTTGAAAGA
- CTTATTGTCA TCTGAAACAA CATGTGACAC GACGAAAGGT CTCACTAAAT AAATCAAAAA TAAACTTTCT

+ AGAATCAATG CTGGCTCCTT TGTTCACTTA GAGTGATTGA AACTGCATTA TGTTGAAATA GTTTCCAGTG
- TCTTAGTTAC GACCGAGGAA ACAAGTGAAT CTCACTAACT TTGACGTAAT ACAACTTTAT CAAAGGTCAC

+ AAAATAAGTA CTGTTTCGTT CTGCTTTTGT AGTCTTGGCC GTCTCTGACA AGAAGAAAAG GCATATATAT
- TTTTATTCAT GACAAAGCAA GACGAAAACA TCAGAACCGG CAGAGACTGT TCTTCTTTTC CGTATATATA

+ ATGACTTCTG TTGTGCAGAA AAGTAAAGAA AGAGTGCTTT TTCCAGGAAG CCTATGGGAA GCTCTGTGAC
— TACTGAAGAC AACACGTCTT TTCATTTCTT TCTCACGAAA AAGGTCCTTC GGATACCCTT CGAGACACTG

+ AAAACAACAA CGACTGCTTT TGGTACTAGT TGATTTAGAC AAGTGAAGCC GTCCACGACA TCAGGTACTG
- TTTTGTTGTT GCTGACGAAA ACCATGATCA ACTAAATCTG TTCACTTCGG CAGGTGCTGT AGTCCATGAC

+ TATTTCTGCA GCAATGTTTT GTTTGCGTTG TAATATTACT ATTGGTAATG TAATGGGATT TTTCGCCTTT
- ATAAAGACGT CGTTACAAAA CAAACGCAAC ATTATAATGA TAACCATTAC ATTACCCTAA AAAGCGGAAA

+ ATTAAATATA TCCTATACCC GGTTCCTTAG CCGTAGAAGC ACATTGTTTT GGTAGATGCA AGTAGAAACT
- TAATTTATAT AGGATATGGG CCAAGGAATC GGCATCTTCG TGTAACAAAA CCATCTACGT TCATCTTTGA

+ GAACCGTAAA CACTTAGGCG TCTGTGTGAA AACACCATAG ACAGTGAAGC AGATTAGATT AGATTATAAT
— CTTGGCATTT GTGAATCCGC AGACACACTT TTGTGGTATC TGTCACTTCG TCTAATCTAA TCTAATATTA

+ TGATCTGATT TGATTAGATT AGCGGGAACA AAGACAAGGA TGAGGGAACA AAATAAAAAT GAGAAAGAAA
- ACTAGACTAA ACTAATCTAA TCGCCCTTGT TTCTGTTCCT ACTCCCTTGT TTTATTTTTA CTCTTTCTTT

+ AAGGGTGGTT AAGTAGGATT AAAAGAGGAA AGAAGCATCT GGGGGTTGAA AGATAGGAAC AAACAGAAGT
- TTCCCACCAA TTCATCCTAA TTTTCTCCTT TCTTCGTAGA CCCCCAACTT TCTATCCTTG TTTGTCTTCA

+ AGTTAGTTAT GAGGTATGGG ACCAAGAGGG AAGCAGTACA CTTTTGTTCC AGAATTAAAC AAACTTACAA
- TCAATCAATA CTCCATACCC TGGTTCTCCC TTCGTCATGT GAAAACAAGG TCTTAATTTG TTTGAATGTT

+ ATGCTAAGTT TTGCAATCTC GAGTCACTTC CACTGCTCCC ACTCCATTAT ATATATATCT CTTTGAGAAT

- TACGATTCAA AACGTTAGAG CTCAGTGAAG GTGACGAGGG TGAGGTAATA TATATATAGA GAAACTCTTA
TACGATTCAA AACGTTAGAG CTCAGTGAAG GTGACGAGGG TGAGGTAATA TATATATAGA GAAACTCTTA
+ GTGATGGACT TGTGTCAAAA TTCACGTGGA CACTTGATAA GCCGATTCTC TTCTTTGTCA GTTTCCCCAA
- CACTACCTGA ACACAGTTTT AAGTGCACCT GTGAACTATT CGGCTAAGAG AAGAAACAGT CAAAGGGGTT
- CACTACCTGA ACACAGTTTT AAGTGCACCT GTGAACTATT CGGCTAAGAG AAGAAACAGT CAAAGGGGTT
+ TCATATCTTC TTTTGGTATA ATATCCAACA GTTTCACTTT CTTTTGTTCC CATGTTGATG ATATACATAA
- AGTATAGAAG AAAACCATAT TATAGGTTGT CAAAGTGAAA GAAAACAAGG GTACAACTAC TATATGTATT
- AGTATAGAAG AAAACCATAT TATAGGTTGT CAAAGTGAAA GAARACAAGG GTACAACTAC TATATGTATT
+ TAGAAAGATC AACAATAAAA AAAATAATCG TCTTTTCTAT TATTTTTCTC TACTGICTTC ATCTGTAGIG
- ATCTTTCTAG TTGTTATTTT TTTTATTAGC AGAAAAGATA ATAAAAAGAG ATGACAGAAG TAGACATCAC
- ATCTTTCTAG TTGTTATTTT TTTTATTAGC AGARAAGATA ATARAAAGAG ATGACAGAAG TAGACATCAC
+ GGTCATGACT CAAAAGATTT GATTCTGATA GTGACTGCTA GGGAGAGAGC TTCTTAATCC GGTTTAACCG
- CCAGTACTGA GTTTTCTAAA CTAAGACTAT CACTGACGAT CCCTCTCTCG AAGAATTAGG CCAAATTGGC
- CCAGTACTGA GTTTTCTAAA CTAAGACTAT CACTGACGAT CCCTCTCTCG AAGAATTAGG CCAAATTGGC
+ GGCCACCCAA GTTTGTCATT CCTACCGAGT AAACAAGTAA AACTTCTCCC TGTAATTTAC ACTTTACCGA
- CCGGTGGGTT CAAACAGTAA GGATGGCTCA TTTGTTCATT TTGAAGAGGG ACATTAAATG TGAAATGGCT
- CCGGTGGGTT CAAACAGTAA GGATGGCTCA TTTGTTCATT TTGAAGAGGG ACATTAAATG TGAARATGGCT
+ TTTTAATCTT ATACTAGATT TTGATCTGCG CGCCCGCGCG GATGTTATTT TAATTTGCAA TGTCATTTTT
- AAAATTAGAA TATGATCTAA AACTAGACGC GCGGGCGCGC CTACAATAAA ATTAAACGTT ACAGTAAAAA
- AAAATTAGAA TATGATCTAA AACTAGACGC GCGGGCGCGC CTACAATAAA ATTAARACGTT ACAGTAAAAA
+ TAAACAATTT TCTTGATATA ATTGTATATA TGTAACCATG TCAGITAGGG ATAGITTTTT TGGTTTAATT

— ATTTGTTAAA AGAACTATAT TAACATATAT ACATTGGTAC AGTCAATCCC TATCAAAAAA ACCAAATTAA
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Matrix

Site Name Organism Position Strand score. Sequence function
CAAT-box Nicotiana glutinosa 228 - 4 CAAT
CAAT-box Arabidopsis thaliana 423 - 5 CCAAT common cis-acting element in promoter and enhancer regions
CAAT-box Nicotiana glutinosa 446 + 4 CAAT
CAAT-box Nicotiana glutinosa 485 - 4 CAAT
CAAT-box Nicotiana glutinosa 610 - 4 CAAT
CAAT-box Pisum sativum 831 - 5 CARAT common cis-acting element in promoter and enhancer regions
CAAT-box Nicotiana glutinosa 846 + 4 CAAT
CAAT-box Nicotiana glutinosa 876 - 4 CAAT
CAAT-box Nicotiana glutinosa 1132 + 4 CAAT
CAAT-box Arabidopsis thaliana 1161 - 5 CCAAT common cis-acting element in promoter and enhancer regions
CAAT-box Nicotiana glutinosa 1233 - 4 CAAT
CAAT-box Nicotiana glutinosa 1329 - 4 CAAT
CAAT-box Pisum sativum 1338 - 5 CAAAT common cis-acting element in promoter and enhancer regions
CAAT-box Pisum sativum 1538 + 5 CARAT common cis-acting element in promoter and enhancer regions
CAAT-box Nicotiana glutinosa 1554 + 4 CAAT
CAAT-box Arabidopsis thaliana 1677 + 5 CCAAT common cis-acting element in promoter and enhancer regions
CAAT-box Nicotiana glutinosa 1678 + 4 CAAT
CART-box Nicotiana glutinosa 1763 + 4 CAAT
CAAT-box Pisum sativum 1837 - 5 CAAAT common cis-acting element in promoter and enhancer regions
CAAT-box Pisum sativum 2013 - 5 CAAAT common cis-acting element in promoter and enhancer regions
CAAT-box Nicotiana glutinosa 2018 + 4 CAAT
CAAT-box Nicotiana glutinosa 2035 + 4 CAAT
CAAT-box Nicotiana glutinosa 2051 - 4 CAAT
CAAT-box Pisum sativum 2119 - 5 CAAAT common cis-acting element in promoter and enhancer regions
CAAT-box Pisum sativum 2154 + 5 CAAAT common cis-acting element in promoter and enhancer regions
CART-box Nicotiana glutinosa 2287 - 4 CAAT
CAAT-box Nicotiana glutinosa 2336 - 4 CAAT
CAAT-box Pisum sativum 2394 + 5 CAAAT common cis-acting element in promoter and enhancer regions
CAAT-box Nicotiana glutinosa 2405 - 4 CAAT

CCGTCC motif

: : P Matrix R
Site Name Organism Position Strand score, Sequence function
CCGTCC motif Nicotiana tabacum 1099 + 6 cceTee
CCGTCC-box
: : P Matrix .
Site Name Organism Position Strand score. Seduence function
CCGTCC-box Petroselinum hortense 1099 + 6 cceree
CTAG-motif
: : P Matrix .
Site Name Organism Position Strand score, Sequence function
CTAG-motif Avena sativa 652 - 9 ACTAGCAGAA
CTAG-motif Avena sativa 1843 - 9 ACTAGCAGAA
DRE core
: : P Matrix .
Site Name Organism Position Strand score, Seduence function
DRE core Arabidopsis thaliana 2443 + 6 GCCGAC
G-Box
: : P Matrix .
Site Name Organism Position Strand score. Sequence function
G-Box Pisum sativum 738 - 6 CACGTT cis-acting regulatory element involved in light responsiveness
G-Box Pisum sativum 1633 - 6 CACGTG cis-acting regulatory element involved in light responsiveness
G-box
: : P Matrix .
Site Name Organism Position Strand score. Sequence function
G=box Brassica oleracea 129 - 9 TARCACGTAG cis-acting regulatory element involved in light responsiveness
G-box Arabidopsis thaliana 1633 - 6 CACGTG cis-acting regulatory element involved in light responsiveness
G=box Zea mays 1104 + 6 CACGAC cis-acting regulatory element involved in light responsiveness
G=box Zea mays 2227 + 6 CACGAC cis-acting regulatory element involved in light responsiveness
GARE-motif
: : P Matrix R
Site Name Organism Position Strand score, Sequence function
GARE-motif Brassica oleracea 987 + 7 TCTGTTG gibberellin-responsive element
GATA-motif
: : P Matrix .
Site Name Organism Position Strand score. Seduence function
GATA-motif Solanum tuberosum 1366 + 9 BAAGGATAAGG part of a light responsive element
GATA-motif Arabidopsis thaliana 1679 - 10 AAGATAAGATT part of a light responsive element
GATA-motif Arabidopsis thaliana 1452 + 7 GATAGGA part of a light responsive element
GCN4_motif
: : P Matrix .
Site Name Organism Position Strand score. Sequence function
GCN4 motif oOryza sativa 1826 - 7 TGAGTCA cis-regulatory element involved in endosperm expression
GTl-motif
: . sk Matrix .
Site Name Organism Position Strand score. Sequence function
GTl-motif Arabidopsis thaliana 1407 + 6 GGTTAA light responsive element
GT1l-motif Arabidopsis thaliana 2138 - 6 GGTTAA light responsive element
GTl-motif Arabidopsis thaliana 1884 - 6 GGTTAA light responsive element
MRE
: : sk Matrix .
Site Name Organism Position Strand sequence function

score.
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TATA-box Arabidopsis thaliana 1697 - 4 TATA core promoter element around -30 of transcription start
TATA-box Arabidopsis thaliana 1742 - 4 TATA core promoter element around -30 of transcription start
TATA-box Arabidopsis thaliana 1969 - 5 TATAA core promoter element around -30 of transcription start
TATA-box Arabidopsis thaliana 1970 - 4 TATA core promoter element around -30 of transcription start
TATA-box Brassica oleracea 2046 + 6 ATATAA core promoter element around -30 of transcription start
TATA-box Arabidopsis thaliana 2047 - 4 TATA core promoter element around -30 of transcription start
TATA-box Helianthus annuus 2053 - 6 TATACA core promoter element around -30 of transcription start
TATA-box Arabidopsis thaliana 2055 - 6 TATATA core promoter element around -30 of transcription start
TATA-box Brassica napus 2056 - 6 ATATAT core promoter element around -30 of transcription start
TATA-box Arabidopsis thaliana 2057 - 4 TATA core promoter element around -30 of transcription start
TC-rich repeats
: : sk Matrix .
Site Name Organism Position Strand score. Sequence function
TC-rich repeats Nicotiana tabacum 765 - 9 ATTCTCTAAC cis-acting element involved in defense and stress responsiveness
TCCC-motif
: : P Matrix .
Site Name Organism Position Strand score, Seduence function
ICCC-motif Spinacia oleracea 1860 - 7 TCTCCCT part of a light responsive element
TCCC-motif Spinacia oleracea 1935 + 7 TCTCCCT part of a light responsive element
TGA-element
: : P Matrix R
Site Name Organism Position Strand score, Sequence function
TGA-element Brassica oleracea 558 - 6 AACGAC auxin-responsive element
TGA-element Brassica oleracea 1059 + 6 AACGAC auxin-responsive element
Unnamed 1
: : P Matrix .
Site Name Organism Position Strand score, Sequence function
Unnamed__1 Zea mays 1103 - 5 CGTGG
Unnamed_ 1 Zea mays 1635 + 5 CGTGG
Unnamed 2
: : P Matrix .
Site Name Organism Position Strand score. Sequence function
Unnamed__ 2 Zea mays 65 - 6 CCCCGG
Unnamed 4
: . cas Matrix .
Site Name Organism Position Strand score. Sequence function
Unnamed 4 Petroselinum hortense 50 + 4 CTCC
Unnamed 4 Petroselinum hortense 1582 + 4 CTCC
Unnamed__4 Petroselinum hortense 426 - 4 CcTCC
Unnamed 4 Petroselinum hortense 2244 + 4 CTCC
Unnamed 4 Petroselinum hortense 302 - 4 CTCcC
Unnamed 4 Petroselinum hortense 1936 + 4 CTCC
Unnamed 4 Petroselinum hortense 855 + 4 cTCC
Unnamed 4 Petroselinum hortense 2323 + 4 CTCC
Unnamed 4 Petroselinum hortense 199 - 4 CTCC
Unnamed 4 Petroselinum hortense 1862 - 4 CTCC
Unnamed__4 Petroselinum hortense 701 - 4 cTCC
Unnamed__4 Petroselinum hortense 2223 - 4 CTCC
Unnamed 4 Petroselinum hortense 374 - 4 CTCC
Unnamed 4 Petroselinum hortense 1576 + 4 CTCC
Unnamed 6
: : P Matrix .
Site Name Organism Position Strand score, Sequence function
Unnamed_ 6 Zea mays 1590 + 10 taTARATATct
WRE3
: : P Matrix .
Site Name Organism Position Strand score, Sequence function
WRE3 Pisum sativum 2382 - 6 CCcACCT
chs-CMA2a
: : sk Matrix .
Site Name Organism Position Strand score. Seduence function
chs-CMA2a Petroselinum crispum 2188 + 8 TCACTTGA part of a light responsive element
circadian
: : P Matrix .
Site Name Organism Position Strand score, Seduence function
circadian Lycopersicon esculentum 142 - 9 CAARGATATC cis-acting regulatory element involved in circadian control

circadian Lycopersicon esculentum 514 - 9 CAAAGATATC cis-acting regulatory element involved in circadian control
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